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Table 2 Population parameter estimates of the HBV viral kinetic model for the mean data of ADV / ETV
RCSU“’S : RSE(%) RSE(%) nY
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Conclusion:

Model-based meta-analysis is useful to compare different drugs in the same class or
Identify significant covariates by pooling literature data and building viral Kinetic
- models. Further development of this model may provide information about drug
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]]]]]]]] L 118 - Te 8 @ resistance and therefore improve understanding of this disease.
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